St*. 





Input file Flhl4273new; Output File Flhl4273tra 



Sequence length 1743 
TCCGGACTAGTTCTJ 



MSPECA RAA 9 
ATG TCC OCT GAA TGC GOG CGG GCA GOG 27 



GDAPLR SLEQAMRTRFPFFS 29 

GGC GAC GCG CCC TTG CGC AGC CTG GAG CAA GCC AAC CGC ACC CGC TTT CCC TTC TTC TCC 87 

DVKGDHRLV.LAAVETTVUV. L 49 

GAC GTC AAG GGC GAC CAC CGG CTG GTG CTG GCC GCG GTG GAG ACA ACC GTG CTG GTG CTC 147 

I FAVSLLGNVCALVLVA R RR 69 

ATC TTT GCA GTG TCG CTG CTG GGC AAC GTG TGC GCC CTG GTG CTG GTG GCG CGC CGA CCA 207 

R R G A T A C L V L . N •' *L FCADLLFI 89 

CGC CGC GGC GCG ACT GCC TGC CTG GTA CTC AAC CTC TTC TGC GCG GAC CTG CTC TTC ATC 267 

SAI PLVLAVRWTEAWLLGPV109 

AGC GCT ATC CCT CTG GTG CTG GCC GTG CGC TGG ACT GAG GCC TGG CTG CTG GGC CCC GTT 327 



5 



AC HLLFYVMTLSGS / TILT L 129 
GCC TGC CAC CTG CTC TTC TAC GTG ATG ACG CTG AGC GGC AGC GTC ACC ATC CTC ACG CTG 387 



AAVSL ERMVCIVHLQRGVRG 
GCC GCG GTC AGC CTG GAG CGC ATG GTG TGC ATC GTG CAC CTG CAG CGC GGC GTG CGG GGT 



149 
447 



PGRRARAVL LALIWGYSAVA169 
CCT GGG CGG CGG GCG CGG GCA GTG CTG CTG GCG CTC ATC TGG GGC TAT TCG GCG GTC GCC SO 7 



ALPLCVFFRVVPORLP G A D Q 
GCT CTG CCT CTC TGC GTC TTC TTT CGA GTC GTC CCG CAA CGG CTC CCC GGC GCC GAC CAG 



189 
567 



EIS ICTLIWPTIPGEISWDV209 
GAA ATT TCG ATT TGC ACA CTG ATT TGG CCC ACC ATT CCT GGA GAG ATC TCG TGG GAT GTC 627 

SFVTL NFLVPGLVIVISYSK229 
TCT TTT GTT ACT TTG AAC TTC TTG GTG CCA GGA CTG GTC ATT GTG ATC AGT TAC TCC AAA 687 

ILQITKASRKRLTVSLAYSE249 
ATT TTA CAG ATC ACA AAG GCA TCA AGG AAG AGG CTC ACG GTA AGC CTG GCC TAC TCG GAG 747 

SHQI RVSQQ DFRLFRTLF LL 269 
AGC CAC CAG ATC CGC GTG TCC CAG CAG GAC TTC CGG CTC TTC CGC ACC CTC TTC CTC CTC 807 

MVSFFIMWSPI IITILLILI289 
ATG GTC TCC TTC TTC ATC ATG TGG AGC CCC ATC ATC ATC ACC ATC CTC CTC ATC CTG ATC 867 



Q N FKQ DLV I W PS.LF FW VVA F 309 
CAG AAC TTC AAG CAA GAC CTG GTC ATC TGG CCG TCC CTC TTC TTC TGG GTG GTG GCC TTC 927 



Figure 1A 



TFAHSAL.N PII»YNHTL. CRHE329 
ACA TTT GCT AAT TCA OOC CTA AAC COC ATC CTC TAC AAC ATG ACA CTG TGC AGG AAT GAG 987 



HKKI FCCFWFPE KGAI LTDT349 
TGG AAG AAA ATT TTT TGC TGC TTC TGG TTC OCA GAA AAG GGA GCC ATT TTA ACA GAC ACA 1047 

SVKRNDLSIISG* 362 
TCT GTC AAA AGA AAT GAC TTG TCG ATT ATT TCT GGC TAA 1086 

TTTTTCTTTATAGCCGAGTTTCTCACACCTGGCGAGCTGTGGCATGCTTTTA 
TCAGTGCACCCTGCTTTAAGAAAATGAACCTATGCAAATAGA 
GTTTCATAATATTTTCCCTTTATAAAAGGATTTGTTGG 
AGGCIGAGGTGGGTGGATCACCTGAGGTCAGGAGTTCGA 

AAAATAAAAAAAAAAATTAGCTGGGAGTGGTGGTGGGCACXrrCTAATCCTAGCT 
CTCTTGAACCTGGGAGGCAGAGGTTGCAGTGAGCCGAGATCGTGCC^ 

TCCATCTTAAAAAAAAAAAAAAAAAGATTTGTTATGGGTTCCTTT^ 

ATCAAATTTAATAAATATTTATTTATGACTGTTCAGCAAAAAAAAAAAAAAAAA 



Figure IB 



Input file 14273flu .Outr^ File 14273«tra 
Sequence length If \ m^^".. ••• Cv- ■* ■ * 

TTGCCAAGOTCAGCCTAAGCCTCItCC^^ 

CTCCAOACTTGTCCCGCTTTA<X^ 

M S P E C . . A Q T T , G 10 

CGCCATCTTCCCGGACGCGTGGGCCGGGCGCCCGGC ATG TCC~CCT GAG TGT GCA CAG ACG ACG GGC 30 

P G P S H T I. - D : Q "V : N ' R '*T H P .■ . P-i'^^.Vs'"- 1 . b 30 

OCT GGT CCC TCG CAC ACC CTG GAC CAA GTC AAT CGC ACC CAC TTC CCT TTC TTC TCG GAT 90 

VKGDHRLVL.SVVETTV LGLI 50 

GTC AAG GGC GAC CAC CGG TTG GTG TTG AGC GTC GTG GAG ACC ACC GTT CTG GGA CTC ATC ISO 

FVVSLLGNVCALV L VARRRR 70 

TTT GTC GTC TCA CTG CTG GGC AAC GTG TGT GCT CTA GTG CTG GTG GOG CGC CGT CGG CGC 210 

R G A S A S L V I* N L F C A D L L F T S 90 

CGT GGG GOG TCA GOO AGO CTG GTG CTC AAC CTC TTC TGC GOG GAT TTG CTC TTC ACC AGC 270 

A I PLV LVVR WTEAWL LGPVV 110 

GCC ATC CCT CTA GTG CTC GTC GTG CGC TGG ACT GAG GCC TGG CTG TTG GGG CCC GTC GTC 330 

CHLLF YVMTMSGSVTILTLA 130 

TGC CAC CTG CTC TTC TAC GTG ATG ACA ATG AGC GGC AGC GTC ACG ATC CTC ACA CTG GCC 390 



A V S L E RMVC IVRLRRG LSG P 150 

Ol GOG GTC AGC CTG GAG CGC ATG GTG TGC ATC GTG CGC CTC CGG CGC GGC TTG AGC GGC COG 450 

H 

«l GRRTQAAL LAFIWGYSALAA 170 

f* GGG CGG CGG ACT CAG GOG GCA CTG CTG GCT TTC ATA TGG GGT TAC TCG GOG CTC GCC GOG 510 

= LPLYILFRVVPQRLPGGDQE 190 

Pi CTG CCC CTC TAC ATC TTG TTC CGC GTG GTC COG CAG CGC CTT CCC GGC GGG GAC CAG GAA 570 

mSSS 

W IPICTLDWPNRIGEISWDVF 210 

fU ATT COG ATT TGC ACA TTG GAT TGG CCC AAC CGC ATA GGA GAA ATC TCA TGG GAT GTG TTT €30 

yi 

FETLNFLVPGLVIVISYSKI 230 

=Z TTT GAG ACT TTG AAC TTC CTG GTG COG GGA CTG GTC ATT GTG ATC AGT TAC TCC AAA ATT 690 

PJ 

L Q I T KA S R KR LTL S LAY S E S 250 

TTA CAG ATC ACG AAA GCA TCG CGG AAG AGG CTT ACG CTG AGC TTG GCA TAC TCT GAG AGC 750 

HQIRVSQOD YRLFRTLFLLM 270 

CAC CAG ATC CGA GTG TCC CAA CAA GAC TAC GGA CTC TTC CGC ACG CTC TTC CTG CTC ATG 810 

VSFF IMWS P IIITILLILIQ 290 

GTT TCC TTC TTC ATC ATG TGG AGT CCC ATC ATC ATC ACC ATC CTC CTC ATC TTG ATC CAA 870 

N FRQ DLV IW PSL FFWVVAFT 310 

AAC TTC CGG CAG GAC CTG GTC ATC TGG CCA TCC CTT TTC TTC TGG GTG GTG GCC TTC ACG 930 

FANSALNP ILYNMSLFRNEW 330 

TTT GCC AAC TCT GCC CTA AAC CCC ATA CTG TAC AAC ATG TCG CTG TTC AGG AAC GAA TGG 990 

RKI FCC FF F PEKGA I FTDT S 350 

AGG AAG ATT TTT TGC TGC TTC TTT TTT CCA GAG AAG GGA GCC ATT TTT ACA GAT ACG TCT 1050 

VRRNDLSVISS- 362 

CTC AGG CGA AAT GAC TTG TCT GTT ATT TCC AGO TAA 108c 

CrAGCCTCTGGTGCCAGGTGAACCACGGTGTGCATGT 

TTTAAAAATACCCGACTTCCAACAGCAGGCAT 

T VIXXTI TAAAAGAACTTTCTATOGGTTC C 

TTTATTTATAACGTGTTCCTACAAAAAAAAAAAAAAAAAAAAA 



Figure 2 




Expression of 14273 in Normal Mouse Tissues 
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Figure 5 



